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W E: HHHE R KE (Ralstonia solanacearum) 5| B F R REE AT E4%. £E™F HE UGN
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Research progress of bacterial wilt and its soil micro-ecological regulation in
peanut

FANG Xiangyang, YU Taobing, YANG Lei, ZANG Huadong, ZENG Zhaohai, YANG Yadong™
(College of Agronomy and Biotechnology, China Agricultural University, Beijing 100193, China)

Abstract: Bacterial wilt, caused by Ralstonia solanacearum, is a destructive soil-borne disease that is present worldwide. It is wide
spread, extremely harmful, and difficult to control. Peanut is an important oil source and cash crop in China, and it has been seriously
damaged by bacterial wilt. In recent years, the damage of peanut caused by bacterial wilt has been further aggravated by continuous
cropping, which seriously threatens the development of the peanut industry. In this review, we considered the harm caused by bacteri-
al wilt in peanuts, its soil micro-ecological characteristics, and control methods as the starting point; and summarized the occurrence,
pathogenic bacteria, pathogenesis, and control measures of bacterial wilt in peanuts. First, we systematically and comprehensively
summarized four classification methods for R. solanacearum and concluded the pathogenesis of bacterial wilt in peanuts. Second,
based on the common soil characteristics of continuous cropping and bacterial wilt in peanuts, we analyzed the soil microenviron-
ment and microorganisms and proposed corresponding soil micro-ecological regulation countermeasures, including soil physicochem-
ical property regulation, soil nutrient regulation, chemical and biological pesticide addition, and use of biocontrol strains. Finally, we
presented prospects for the sustainable control of bacterial wilt in peanuts based on soil micro-ecological regulations, aiming to
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provide references for the control of bacterial wilt in peanuts and high-quality development of the peanut industry.

Keywords: Continuous cropping obstacle; Peanut bacterial wilt; Ralstonia solanacearum; Soil micro-ecology; Sustainable develop-

ment
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Table 1 Division of Ralstonia solanacearum
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Fig. 1 Pathogenesis of peanut bacterial wilt
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Fig.2 Control of peanut continuous cropping obstacles and bacterial wilt based on soil micro-ecological regulation
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